Antimicrobial treatment of Acinetobacter infections may be limited because of the emergence of extended-spectrum ␤-lactamase (ESBL)-and carbapenemase-producing multiresistant strains (7, 13) . Non-TEM-, non-SHV-derived ESBLs (such as PER and VEB) have been documented in Acinetobacter isolates from Europe and Asia (7) but not yet from the Americas.
AmpC-like enzyme)
. A band at a pI of 6.9 showed weak activity against imipenem and was not inhibited by oxacillin, clavulanate (1 mM), or EDTA (30 mM).
In the PCR screening for ESBL genes (Table 1) , amplifications of bla PER (FAV-1) or bla TEM and bla VEB (M5179) were positive. DNA sequencing identified the genes as bla PER-2 , bla TEM-1 , and bla VEB-1a (11) (the latter unequivocally identified by full-length amplification and sequencing). PCR mapping with class 1 integron-bla VEB primer combinations (5Ј-CS-VEB-R, IntI1-F-VEB-R, VEB-F-3Ј-CS, and VEB-F-sulI-R) under either conventional or long amplification (Elongase Amplification System, Invitrogen, California) conditions yielded negative results. A PCR assay with primers 5Ј-CS and 3Ј-CS resulted in a unique amplicon of 1,395 bp that carried arr-2 (first report in Argentina) and aacA4 cassettes (4). PCRs with primers targeting intI2 and intI3 or with primer combinations 3Ј-CS-VEB-R, 3Ј-CS-VEB-Rc, sulI-R-VEB-R, and sulI-R-VEB-Rc, to target antisense insertion of bla VEB-1a (1) , also failed to generate amplicons. These data suggested an unusual localization of the bla VEB-1a gene in M5179.
The PCR characterization of the carbapenemase-encoding genes in FAV-1 (Table 1) yielded positive amplifications for bla OXA subgroup 3 and bla . The identities of bla OXA-51 and bla OXA-58 were determined by amplification and sequencing of complete genes and flanking regions as described previously (2) (GenBank accession numbers DQ385606 and DQ385607, respectively). The region upstream of bla OXA-51 showed 79% identity with a fragment of the Acinetobacter sp. strain ADP1 genome (positions 2,028,863 to 2,029,156 in the sequence with GenBank accession number CR543861), supporting its previously proposed chromosomal location (3). The genetic environment of bla OXA-58 was the same as that in an A. baumannii isolate from France, i.e., bracketed by two ISAba3 elements in opposite orientations (10) . This is the first report of VEB-and PER-producing Acinetobacter strains in the Americas and also the first documentation of a VEB-type enzyme on this continent. Since 2003, a nationwide surveillance effort to address the degree of dissemination of ESBLs among Acinetobacter strains in Argentina has revealed the occurrence of 21 ESBL-producing isolates, PER-2 (n ϭ 11) and VEB (n ϭ 10), in four provinces. Therefore, the emergence of both VEB and PER-2 in Acinetobacter strains in Argentina constitutes a public health concern.
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